Abornev, S. M., 1699 
Acker, J. P., 1389 
Adelhorst, K., 1684 
Agianian, B., 455 
Ahern, C. A., 3294 
Ajtai, K., 1101 
Albanese, G., 1190 
Alderfer, J. L., 1029 
Allen, P. D., 3216 
Allison, S., 2558 
Almogy, G., 3016 
Alonso, A., 3566 
Als-Nielsen, J., 2729 
Amar, M., 107 
Ameen, M., 11 
Ananthakrishnan, R., 767 
Anantharamaiah, G. M., 949 
Anbazhagan, V., 2215 
Anderson, D. G., 1255 
Anderson, T. G., 2774 
Ansari, A., 2864 
Anttonen, K., 1501 
Apell, H-J., 2069 
Arakawa, H., 1580 
Arimoto, R., 3285 
Arkin, I. T., 2681 
Armstrong, C. M., 895, 905 
Arnsdorf, M. F., 446 
Astumian, R. D., 960 
Atcliffe, B. W., 371 
Atlas, D., 3308 
Auger, M., 305 
Avdonin, V., 97 


Baba, T., 3377 

Bach, D., 1511 

Bacher, A., 1195 
Bajzer, Z., 1765 

Bak, M., 1684 

Bakk, A., 710 

Balke, C. W., 2647 
Balog, E. M., 2050 
Bamberg, E., 2059 
Bandyopadhyay, S., 3339 
Barber, K. R., 3231 
Barbosa, S. R., 1180 
Bare, D. J., 2590 

Barg, S., 3308 

Baroni, M. D., 2580 
Barzda, V., 538 
Barzykin, A. V., 3137 
Bayly, C. I., 2422 
Beach, J. M., 1163 
Bechinger, B., 2251 
Beck, B. W., 601 
Beck, C., 3105 

Beck, E. J., 867 
Bellissent-Funel, M-C., 1666 
Benight, A. S., 2864 
Bennett, M. V. L., 137 
Benoliel, A-M., 25 
Ben-Tal, N., 643, 3016 
Bentz, J., 1521 


Biophysical Journal Volume 81 


VOLUME AUTHOR INDEX 


Benz, R., 1006, 3332 
Berri, M., 2297 
Berrow, N. S., 1439 
Bershadsky, A. D., 1990 
Best, R. B., 2344 
Betancourt, F. M., 3442 
Beth, A. H., 3156, 3363 
Bevis, B., 446 

Beyer, E. C., 1406 
Bezanilla, F., 2389 
Bhattacharya, D., 3294 
Bindels, R. J. M., 57 
Binder, H., 969 
Bismuto, E., 3510 
Biswas; 5: C.; 2122 
Blab, G. A., 2639 
Blackman, S. M., 3363 
Blankenship, R. E., 1144 
Blatter, L. A., 2590 
Blouin, C., 2331 
Blunck, R., 2389 
Blyakhman, F., 1093 
Boehning, D., 117 
Bongrand, P., 25 
Borjesson, U., 715 
Borocci, S., 2135 
Borochov, N., 1511 
Bosgraaf, L., 2010 
Boulbitch, A., 2743 
Bourinet, E., 79 
Brady, R. L., 1570 
Braun, W., 463 
Brochon, J-C., 473 
Brockman, H. L., 3387 
Brokaw, C. J., 1333 
Brown, H. A., 994 
Bryce, R. A., 1373 
Bukauskas, F. F., 137 
Bukauskiene, A., 137 
Bundschuh, R., 1324 
Burger, J., 2442 
Burghardt, T. P., 1101 
Burkard, F. T., 3442 


Burstein, E. A., 1699, 1710, 


1735 
Busath, D. D., 1245, 1255, 
3077 
Butcher, A. J., 1439 
Bywater, R. P., 1684, 3052 


Caffrey, M., 225, 1047 
Cafiso, D. S., 2241 
Campbell, K. B., 2278 
Campello, S., 3204 
Camphausen, R. T., 2001 
Canti, C., 1439 
Cantillana, V., 66 
Carlsson, A. E., 1, 1907 
Carlsson, U., 2357 
Carsughi, F., 3522 
Carter, C. A., 586 
Cascio, W. E., 2112 
Caspi, A., 1990 


Castillo, D., 3216 
Castrignano, T., 490 
Cattaneo, A., 2935 
Cavatorta, F., 1190 
Cens, T., 89 

Cereghetti, G. M., 516 
Chang, G-G., 3456 
Chang, W-r., 1171 
Chapman, C. J., 3275 
Charnet, P., 89 
Chattopadhyay, A., 2122 
Cheezum, M. K., 2378 
Chen, C., 2558 

Chen, C-A., 2320 

Chen, S. R. W., 3216 
Cheng, K. H., 1501 
Chen-Izu, Y., 2647 
Cherepanov, A. V., 3545 


Cherepanov, D. A., 1220, 


1234 
Cherezov, V 
Chiba, N., 
Chillemi, G., 
Chizhov, I., 394, 1600 
Chock, P. B., 960 
Chong, P. L-G., 2425 
Chow, D. C., 675, 685 
Chu, B., 586 
Chunaev, A. S., 2897 
Cinelli, S., 3522 
Cintio, O., 313 
Clark, R. B., 3029 
Clarke, A. R., 1570 
Clarke, J., 2344 
Clarke, R. J., 2069 
Cobb, C. E., 3363 
Cochran, J. R., 2547 
Cognet, L., 2639 
Cohen, F. S., 1486 
Cohen, J. S., 994 
Cole, C. D., 1245 
Cole, M. J., 1265 
Collier, I. E., 2370 
Cone, R. A., 1930 
Constantine, K. L., 1275 
Cornelius, F., 2069 
Coronado, R., 3294 
Come, J.B. T., 1562 
Costalat, R., 2442 
Costenaro, L., 1868 
Cotten, M., 1245 
Covarrubias, M., 867 
Cowan, J. A., 2320 
Craig, R., 2817 
Cross, T. A., 1245, 1255 
Crowell, K. J., 255 
Crozier, P. S., 3077 
Cukierman, S., 1430 
Cunningham, C. C., 767 
Curtis, S. M., 3240 
Cusanovich, M. A., 2314 
Czimbalek, L., 1398 


December 2001 3598-3602 


Daggett, V., 2344 
Davies, A., 1439 

Davies, P. L., 1677, 3560 
Davis, C. E., 1163 
Dayanithi, G., 79 

De Benedetti, P. G., 3090 
de Boeij, W. P., 1464, 2010 
Deems, R., 2163 

Deen, W. M., 1854 

de Frutos, M., 1127 

de Godoy, C. M. G., 1430 
de Grauw, C. J., 538 
Dekker, C., 455 

Dekker, J. P., 407 
Dellerue, S., 1666 
Delmar, M., 1406 
Dembo, M., 3166 

Demir, S. S., 3029 
Deprez, E., 473 

Dér, A., 1285 

De Rienzo, F., 3090 
Deriu, A., 1190 
Derreumaux, P., 1657 

De Schryver, F., 563 
Desideri, A., 490 

de Souza, E. S., 1180 
Despeyroux-Hill, D., 3503 
Devanathan, S., 2314 

de Vries, S., 3545 

Di Bari, M., 1190 

Dill: KA. 75 

Dilsky, S., 1006 

Ding, L., 1475 

di Prisco, G., 1938 
Discher, B. M., 2172 
Discher, D. E., 3178 
Dittrich, P., 1776 
Dolphin, A. C., 1439 
Domec, C., 547 
Dougherty, D. A., 1345 
Dowling, K., 1265 
Downing, K. H., 3442 
Dreybrodt, W., 1624 
Drury, G., 2020 

Drury, J. L., 3166 
Dubochet, J., 2414 
Dulhunty, A. F., 3240 
Durell, S. R., 917 


Ebel, C., 1868 
Edidin, M., 196 
Ehrlich, L. S., 586 
Eichinger, M., 435 
Elbaum, M., 1990 
Elenes, S., 1406 
Eliash, T., 1155 
Eliasson, L., 3308 
Elliott, J. A. W., 1389 
Elmore, D. E., 1345 
Elson, E. L., 2370 
Elston, T. C., 3116 
Engelbrecht, S., 1220 
Engelhard, M., 394, 1600 





Abornev, S. M., 1699 
Acker, J. P., 1389 
Adelhorst, K., 1684 
Agianian, B., 455 
Ahern, C. A., 3294 
Ajtai, K., 1101 
Albanese, G., 1190 
Alderfer, J. L., 1029 
Allen, P. D., 3216 
Allison, S., 2558 
Almogy, G., 3016 
Alonso, A., 3566 
Als-Nielsen, J., 2729 
Amar, M., 107 
Ameen, M., 11 
Ananthakrishnan, R., 767 
Anantharamaiah, G. M., 949 
Anbazhagan, V., 2215 
Anderson, D. G., 1255 
Anderson, T. G., 2774 
Ansari, A., 2864 
Anttonen, K., 1501 
Apell, H-J., 2069 
Arakawa, H., 1580 
Arimoto, R., 3285 
Arkin, I. T., 2681 
Armstrong, C. M., 895, 905 
Arnsdorf, M. F., 446 
Astumian, R. D., 960 
Atcliffe, B. W., 371 
Atlas, D., 3308 
Auger, M., 305 
Avdonin, V., 97 


Baba, T., 3377 

Bach, D., 1511 

Bacher, A., 1195 
Bajzer, Z., 1765 

Bak, M., 1684 

Bakk, A., 710 

Balke, C. W., 2647 
Balog, E. M., 2050 
Bamberg, E., 2059 
Bandyopadhyay, S., 3339 
Barber, K. R., 3231 
Barbosa, S. R., 1180 
Bare, D. J., 2590 

Barg, S., 3308 

Baroni, M. D., 2580 
Barzda, V., 538 
Barzykin, A. V., 3137 
Bayly, C. I., 2422 
Beach, J. M., 1163 
Bechinger, B., 2251 
Beck, B. W., 601 
Beck, C., 3105 

Beck, E. J., 867 
Bellissent-Funel, M-C., 1666 
Benight, A. S., 2864 
Bennett, M. V. L., 137 
Benoliel, A-M., 25 
Ben-Tal, N., 643, 3016 
Bentz, J., 1521 


Biophysical Journal Volume 81 


VOLUME AUTHOR INDEX 


Benz, R., 1006, 3332 
Berri, M., 2297 
Berrow, N. S., 1439 
Bershadsky, A. D., 1990 
Best, R. B., 2344 
Betancourt, F. M., 3442 
Beth, A. H., 3156, 3363 
Bevis, B., 446 

Beyer, E. C., 1406 
Bezanilla, F., 2389 
Bhattacharya, D., 3294 
Bindels, R. J. M., 57 
Binder, H., 969 
Bismuto, E., 3510 
Biswas; 5: C.; 2122 
Blab, G. A., 2639 
Blackman, S. M., 3363 
Blankenship, R. E., 1144 
Blatter, L. A., 2590 
Blouin, C., 2331 
Blunck, R., 2389 
Blyakhman, F., 1093 
Boehning, D., 117 
Bongrand, P., 25 
Borjesson, U., 715 
Borocci, S., 2135 
Borochov, N., 1511 
Bosgraaf, L., 2010 
Boulbitch, A., 2743 
Bourinet, E., 79 
Brady, R. L., 1570 
Braun, W., 463 
Brochon, J-C., 473 
Brockman, H. L., 3387 
Brokaw, C. J., 1333 
Brown, H. A., 994 
Bryce, R. A., 1373 
Bukauskas, F. F., 137 
Bukauskiene, A., 137 
Bundschuh, R., 1324 
Burger, J., 2442 
Burghardt, T. P., 1101 
Burkard, F. T., 3442 


Burstein, E. A., 1699, 1710, 


1735 
Busath, D. D., 1245, 1255, 
3077 
Butcher, A. J., 1439 
Bywater, R. P., 1684, 3052 


Caffrey, M., 225, 1047 
Cafiso, D. S., 2241 
Campbell, K. B., 2278 
Campello, S., 3204 
Camphausen, R. T., 2001 
Canti, C., 1439 
Cantillana, V., 66 
Carlsson, A. E., 1, 1907 
Carlsson, U., 2357 
Carsughi, F., 3522 
Carter, C. A., 586 
Cascio, W. E., 2112 
Caspi, A., 1990 


Castillo, D., 3216 
Castrignano, T., 490 
Cattaneo, A., 2935 
Cavatorta, F., 1190 
Cens, T., 89 

Cereghetti, G. M., 516 
Chang, G-G., 3456 
Chang, W-r., 1171 
Chapman, C. J., 3275 
Charnet, P., 89 
Chattopadhyay, A., 2122 
Cheezum, M. K., 2378 
Chen, C., 2558 

Chen, C-A., 2320 

Chen, S. R. W., 3216 
Cheng, K. H., 1501 
Chen-Izu, Y., 2647 
Cherepanov, A. V., 3545 


Cherepanov, D. A., 1220, 


1234 
Cherezov, V 
Chiba, N., 
Chillemi, G., 
Chizhov, I., 394, 1600 
Chock, P. B., 960 
Chong, P. L-G., 2425 
Chow, D. C., 675, 685 
Chu, B., 586 
Chunaev, A. S., 2897 
Cinelli, S., 3522 
Cintio, O., 313 
Clark, R. B., 3029 
Clarke, A. R., 1570 
Clarke, J., 2344 
Clarke, R. J., 2069 
Cobb, C. E., 3363 
Cochran, J. R., 2547 
Cognet, L., 2639 
Cohen, F. S., 1486 
Cohen, J. S., 994 
Cole, C. D., 1245 
Cole, M. J., 1265 
Collier, I. E., 2370 
Cone, R. A., 1930 
Constantine, K. L., 1275 
Cornelius, F., 2069 
Coronado, R., 3294 
Come, J.B. T., 1562 
Costalat, R., 2442 
Costenaro, L., 1868 
Cotten, M., 1245 
Covarrubias, M., 867 
Cowan, J. A., 2320 
Craig, R., 2817 
Cross, T. A., 1245, 1255 
Crowell, K. J., 255 
Crozier, P. S., 3077 
Cukierman, S., 1430 
Cunningham, C. C., 767 
Curtis, S. M., 3240 
Cusanovich, M. A., 2314 
Czimbalek, L., 1398 


December 2001 3598-3602 


Daggett, V., 2344 
Davies, A., 1439 

Davies, P. L., 1677, 3560 
Davis, C. E., 1163 
Dayanithi, G., 79 

De Benedetti, P. G., 3090 
de Boeij, W. P., 1464, 2010 
Deems, R., 2163 

Deen, W. M., 1854 

de Frutos, M., 1127 

de Godoy, C. M. G., 1430 
de Grauw, C. J., 538 
Dekker, C., 455 

Dekker, J. P., 407 
Dellerue, S., 1666 
Delmar, M., 1406 
Dembo, M., 3166 

Demir, S. S., 3029 
Deprez, E., 473 

Dér, A., 1285 

De Rienzo, F., 3090 
Deriu, A., 1190 
Derreumaux, P., 1657 

De Schryver, F., 563 
Desideri, A., 490 

de Souza, E. S., 1180 
Despeyroux-Hill, D., 3503 
Devanathan, S., 2314 

de Vries, S., 3545 

Di Bari, M., 1190 

Dill: KA. 75 

Dilsky, S., 1006 

Ding, L., 1475 

di Prisco, G., 1938 
Discher, B. M., 2172 
Discher, D. E., 3178 
Dittrich, P., 1776 
Dolphin, A. C., 1439 
Domec, C., 547 
Dougherty, D. A., 1345 
Dowling, K., 1265 
Downing, K. H., 3442 
Dreybrodt, W., 1624 
Drury, G., 2020 

Drury, J. L., 3166 
Dubochet, J., 2414 
Dulhunty, A. F., 3240 
Durell, S. R., 917 


Ebel, C., 1868 
Edidin, M., 196 
Ehrlich, L. S., 586 
Eichinger, M., 435 
Elbaum, M., 1990 
Elenes, S., 1406 
Eliash, T., 1155 
Eliasson, L., 3308 
Elliott, J. A. W., 1389 
Elmore, D. E., 1345 
Elson, E. L., 2370 
Elston, T. C., 3116 
Engelbrecht, S., 1220 
Engelhard, M., 394, 1600 





VOLUME AUTHOR INDEX 


Epand, R. F., 1511 
Epand, R. M., 949, 1511 
Erdahl, W. L., 3275 
Eritja, R., 2886 

Erman, B., 3534 
Errington, R. J.. 57 
Evans, E., 1452 
Evanseck, J. D., 435 


Facciotti, M. T., 3442 
Fedida, D., 125, 2614 
Feig, M., 352 
Ferroni, A., 2580 


Fidy, J., 3472 

Finet, S., 3522 
Flader, W., 1588 
Foskett, J. K., 117 
Foubert, P., 563 
Franzin, C. M., 3346 
Freed, J. H., 994 
French, P. M. W., 1265 
Freskgard, P-O., 2357 
Friauf, W. A., 960 
Friedrich, T., 2059 
Fruen, B. R., 2050 
Fuller, N., 243 
Futatsugi, N., 3483 


Gabdoulline, R. R., 3090 
Gallant, E. M., 3240 
Gallant, J., 563 

Gallet, F., 43 
Gallucci, E., 3332 
Galvanovskis, J., 827, 3308 
Gamsjager, R., 2639 
Gao, M., 2268 
Garcia-Mira, M. M., 3489 
Gargallo, R., 2886 
Gartner, W., 2897 
Gawrisch, K., 969 

Ge, M., 994 

Geibel, S., 2059 
Genest, M., 1613 
Genet, S., 2442 
Gergely, J., 321 
Gerken, U., 556 
Gerland, U., 1324 
Gerritsen, H. C., 538 
Giardina, B., 1938 
Giardini, P. A., 3193 
Gil, Z., 2082 

Giles, W. R., 3029 
Gimsa, J., 1888 
Giocondi, M-C., 547 
Giusti, J., 3231 
Glaeser, R. M., 3442 
Glockshuber, R., 516 
Glover, K. J., 2163 
Gmeiner, W. H., 630 
Gobets, B., 407, 1115 
Golbeck, J. H., 382 
Goldbeck, R. A., 2919 
Goldberg, G., 2370 
Goldman, L., 2647 


Goldsmith, H. L., 2020 
Goldstein, L. S. B., 2851 
Gongalves dos Santos, J., 
3566 
Gopel, S. O., 3308 
Gorelik, J., 1759 
Gough, J. D., 3253 
Govorunova, E. G., 2897 
Graboski, S., 2827 
Graether, S. P., 1677 
Grant, C. W. M., 3231 
Granzier, H., 2297 
Gratton, E., 3510 
Grazi, E., 313 
Greaser, M., 2297 
Greenfield, N. J., 2827 
Grego, S., 66 
Grell, E., 2069 
Griffin, K. F., 3503 
Groma, G. I., 3432 
Groot, R. D., 725 
Gros, P., 455 
Grosheva, I., 1990 
Grubmiiller, H., 1295 
Gruner, S. M., 2693 
Guck, J., 767 
Guijarro, J., 394 
Guilford, W. H., 2378 
Guillemette, J. G., 2331 
Gumbiowski, K., 1220 
Guo, J-x., 630 
Guttenberg, Z., 2743 
Guy, H. R., 917 
Guzzo-Pernell, N., 371 
Gyorke, S., 785 


Haarmann, C., 3240 
Hackmann, C., 394 
Hall, S. B., 1536, 2172 
Hallbrucker, A., 1588 
Hallett, F. R., 2716 
Hamidinia, S. A., 3275 
Hammer, D. A., 799, 2001 
Handa, T., 3377 
Hansen, A., 710 
Harding, S. E., 1759 
Harms, G. S., 2639 
Harper, P. E., 2693 
Harroun, T. A., 1475 
Hartung, K., 2628 
Harvey, J. D., 2671 
Hasegawa, J., 425 
Hata, M., 2786 

Hato, M., 3377 
Hatters, D. M., 371 
Hayes, S. J., 3398 
Head, J. G., 1570 
Heath, J. R., 2389 
Heerklotz, H., 184, 1547 
Hegemann, P., 2897 
Heimburg, T., 2458 
Heinrich, V., 1452 
Heinze, K. G., 1776 
Heitz, F., 547 

Helman, S. I., 838, 852 


Henderson, D., 3077 
Hénon, S., 43 
Henriquez, A. P., 2112 
Henriquez, C. S., 2112 
Herrmann, A., 1360 
Heymann, B., 1295 
Hidalgo, C., 2817 
Hillier, I. H., 1373 
Hirano, M., 501 
Hiratsuka, Y., 1555 
Hitchcock-DeGregori, S. E., 
2827 
Hodges, R. S., 1613, 1632 
Hoekstra, D., 1464 
Hoerter, J. A., 2995 
Hohwy, M., 1684 
Holbrook, J. A., 1960 
Holopainen, J. M., 2135, 2979 
Hoizhiitter, H-G., 1360 
Hong, M., 2203 
Hooks, D. A., 2671 
Horowitz, R., 2817 
Hoshi, T., 97 
Hoshino, T., 2786 
Houmeida, A., 1570 
Howes, P. B., 572, 2729 
Howlett, G. J., 371 
Hgye, J. S., 710 
Huang, H. W., 1475 
Humphris, A. D. L., 526 
Hund, T. J., 3324 
Hung, H-C., 3456 
Hustedt, E. J., 3156, 3363 
Huster, D., 2203 
Hwa, T., 1324 


Ichiye, T., 601 

Inoue, Y., 2838 
Israelachvili, J. N., 659 
Ito, A. S., 1180 

Itri, R., 3522 

Ivanov, V. I., 3409 
Iwane, A. H., 2838 
Iwasa, K. H., 2495 


Jager, I. L., 1897 
Jahnz, M., 1776 
Jakobsen, H. J., 1684 
Jakobsson, E., 2473, 3005 
Jang, D-J., 2972 
Jelezko, F., 556 
Jenks, B. G., 57 
Jernigan, R. L., 3409 
Jeuris, K., 563 
Jezierski, G., 170 
Jiang, T., 1171 
Jilderos, B., 827 
Johnston, L. J., 1059 
Jonas, P., 2660 
Jones, L. R., 884 
Jones, M. V., 2660 
Jones, R., 1265 
Jones, S. W., 814 
Joseph, S. K., 117 
Joubert, F., 2995 


Junge, W., 1220, 1234 


Kahr, H., 2639 
Kahya, N., 1464 
Kanayama, T., 1555 
Kao, W. Y., 1163 
Kaposi, A. D., 3472 
Kappl, M., 2628 
Karapetyan, N. V., 407 
Kas, J., 767 
Katragadda, M., 1029 
Kawaminami, R., 425 
Kay, C. W. M., 1195 
Kearney, W., 2203 
Kehl, S. J., 125 
Kelemen, L., 3432, 3577 
Kellermayer, M. S. Z., 2297 
Kellershohn, N., 2517 
Kepler, T. B., 3116 
Kessel, A., 643 
Keung, E., 2035 
Kim, Y. I., 1163 
King, M. R., 799 
Kinnunen, P. K. J., 2135, 
2979 
Kirkpatrick, R. D., 2278 
Kirsch, G. E., 814 
Kisselev, O. G., 3285 
Kitamura, K., 217 
Kjaer, K., 572, 2707, 2729 
Kjer, B., 382 
Kleima, F. J., 538 
Klein, M. L., 204, 2484, 3339 
Klemic, K. G., 814 
Klenerman, D., 1759 
Klenin, K. V., 1924 
Kliger, D. S., 2919 
Knight, P. J., 1570 
Kockskamper, J., 2590 
Komives, E. A., 2163 
Koopman, W. J. H., 57 
Korchev, Y. E., 1759 
Koshevnik, Y., 1735 
Koshimoto, H., 501 
Kostyukova, A. S., 345 
Koubi, L., 3339 
Kroon, J., 455 
Kruijff, B., 455 
Kruip, J., 407 
Kucera, J. P., 3324 
Kuhl, T. L., 572, 659, 2707 
Kuiper, M. J., 3560 
Kukol, A., 2681 
Kulcsar, A., 3432 
Kulikovskaya, I., 1070, 1083 
Kiirschner, M., 1006 
Kusumi, A., 217 
Kuzmenko, I., 2729 
Kuznetsov, S. V., 2864 


Lab, M. J., 1759 
Labeit, D., 2297 
Labeit, S., 2297 
Laboulais, C., 473 
Ladokhin, A. S., 1825 


Biophysical Journal 81(6) 3598-3602 





3600 


Lafleur, M., 2144 
Lafont, S., 2729 
Lagiie, P., 276 

Lahav, M., 2729 
Lakatos, M., 3432 
Lakos, Z., 1398 

Lam, Y-H., 2752 
Lamb, DB. C., 3510 
Langowski, J., 1924 
Lanni, F., 1786 
Larsen, O. F. A., 1115 
icast:.J..A., 2737 
Lauffenburger, D. A., 1854 
Laurent, M., 2517 
Laver, D., 3240 
Laviolette, M., 305 
Lebeau, L., 563 

Le Bret, M., 473 

Lee; 5., 2507 

Lee, J. C-M., 3178 
Lee, K. C. B., 1265 
been K. ¥.%., 153;:372 
Lee, S., 2972 

Lees, W. J., 3253 
Leforestier, A., 1127, 2414 
LeGrice, I. J., 2671 

Le Grimellec, C., 547 
Leh, H., 473 

Lehrer, R. I., 2203 
Leiserowitz, L., 2729 
Lemos, J., 79 
Lenormand, G., 43 
Leonor, S. J., 3566 
Leventis, R., 2257 
Lévéque-Fort, S., 1265 
Lever, M. J., 1265 
Levine, R., 1070 
Lewis, R. N. A. H., 2693 
Li, B., 2344 

Li, S. J., 983 

La Z. 321 

Liang, D-c., 1171 
Liang, J., 751 

Liedl, K. R., 1588 
bam, C., 737 

Lin, B., 2403 

Lin, C. H., 3422 

Lin, S., 1144, 2314 
Lincoln, P., 2876 
Lindau, M., 937 
Lindgren, M., 2357 


. Lams, RAD. 1057 


Lipp, M. M., 153, 572 
Lipsius, S. L., 2590 
Lisec, T., 1006 

Liu, T., 586 

Liu, Y., 2395 

Liu, Y-S., 2530 
Livolant, F., 1127, 2414 
Loboda, A., 895, 905 
Lommerse, P. H. M., 2639 
Lopez, C. F., 2484 
Louis, C. F., 2050 

Lu, H., 2268 

La, Z.,:334 


Ludwig, K., 1360 
Lukyanenko, V., 785 
Liipfert, C., 2069 


Ma, X., 3308 
Macdonald, P. M., 255, 3346 
Madan, B., 1881 

Maéda, Y., 345 
Magleby, K. L., 2082 
Mahmood, H., 767 
Majewski, J., 572, 2707 
Mak, D-O. D., 117 
Makara, G. M., 3285 
Malenkov, G. G., 3409 
Malvezzi-Campeggi, F., 1776 
Mancini, G., 2135 
Mannock, D. A., 2693 
Mariani, P., 3522 
Maritan, A., 2935 
Marmer, B. L., 2370 
Marsh, D., 2154, 2215 
Marshall, G. R., 3285 
Martinez, A. D., 1406 
Masala, E., 2580 

Mashl, R. J., 2473, 3005 
Massi, F., 697 

Mattila, J-P., 2979 

Mau, N. V., 547 

May, S., 643 

Mayer, E., 1588 

Mazet, J-L., 2995 
Mazumdar, S., 2320 
Mazzanti, M., 2580 
McCammon, J. A., 667, 715 
McClellan, G., 1070, 1083 
McConnell, H. M., 2774 
McCulloch, A., 614 
McDermott, G., 3442 
McElhaney, R. N., 2693 
McGann, L. E., 1389 
McIntosh, F. A., 2020 
McNabb, M., 2297 
Meissner, G., 1419 
Melkozernov, A. N., 1144 
Menziani, M. C., 3090 
Metzger, J. M., 334 
Micelli, S., 3332 
Michailova, A., 614 
Micheletti, M., 2580 
Michonova-Alexova, E., 2425 
Mignery, G. A., 2590 
Mihalyov, I., 1486 
Miles, M. J., 526 
Milhiet, P. E., 547 
Miller, J., 3503 

Miller, W. M., 675, 685 
Minamikawa, H., 3377 
Mino, H., 1831 
Mioskowski, C., 563 
Misquitta, Y., 1047 
Mitra, S., 2320 

Mittal, A., 1521 
Miyagawa, H., 217 
Miyai, T., 2838 

Mizuno, N. K., 3387 


Biophysical Journal 81(6) 3598-3602 


Mobius, K., 1195 
Moench, T. R., 1930 
Moerner, W. E., 2851 
Mohandas, N., 1452 
Momsen, M. M., 3387 
Moncrieffe, M. C., 1765 
Mons, S., 563 
Montecucco, C., 3204 
Moon, T. J., 767 
Moore, P. B., 2484 
Moreno, A. P., 1406 
Morrow, M. R., 3231 
Mortenson, L., 3294 
Morton, C. J., 2752 
Moss, R. L., 334 
Mouscadet, J-F., 473 
Muhlrad, A., 1101 
Mulhern, T. D., 371 
Muller-Borer, B. J., 2112 
Murphy, R. M., 1805 
Murzyn, K., 170 
Musa, H., 3253 

Muto, E., 2838 


Nagel, G., 2059, 2628 
Nagle, G. T., 463 
Naismith, J. H., 1373 
Naito, A., 425 

Nakaie, C. R., 1180 
Nargeot, J., 79 
Narmoneva, D. A., 3066 
Neagu, A., 1285 

Neagu, M., 1285 
Neault, J. F., 1580 
Needham, D., 285 
Neher, E., 1970 
Neumann, D. A., 2339 
Neyton, J., 107 

Nielsen, N. C., 1684 
Nonin-Lecomte, S., 3422 
Nordén, B., 2876 
Noskov, S. Y., 737 


Ober, R., 1613 
Obermiiller, S., 3308 
Ohsuka, S., 501 
Ohta-lino, S., 217 
Oiwa, K., 1555 
Okimoto, N., 2786 
Olmsted, S. S., 1930 
Olson, M. A., 1841 
Ono, T-a., 1831 
Onori, G., 3522 
O’Reilly, J. P., 2100 
Ormos, P., 2059, 3577 
Osterlund, M., 2357 
Otani, N. F., 3324 
Ottolenghi, M., 1155 
Ou-Yang, Z-C., 1133 
Owen, R. J., 526 
Owenius, R., 2357 


Pace, S., 3240 
Padgett, J. L., 1930 
Padr6én, R., 2817 


Page, J. S., 463 
Page, K. M., 1439 
Pagliaccia, C., 3204 
Painter, S. D., 463 
Pallitto, M. M., 1805 
Palm, T., 2827 
Pandit, S. V., 3029 
Pinke, O., 1220 
Pantoja, R., 2389 
Papini, E., 3204 
Papouisakis, E. T., 675, 685 
Paquet, M-J., 305 
Paquette, S. J., 2919 
Parriictlo, M., 435 
Pasenkiewicz-Gierula, M., 
170, 217, 2190 
Patel, D. J., 3422 
Paunescu, T. G., 838, 852 
Pécheur, E-I., 1464 
Pencer, J., 2716 
Penzar, I., 1765 
Percot, A., 2144 
Pereira dos Santos, W., 3566 
Perin-Dureau, F., 107 
Perozo, E., 2530 
Persson, E., 2357 
Pessah, I. N., 3216 
Peterman, E. J. G., 2851 
Peters, G. H., 3052 
Petrescu, A-J., 1666 
Pettitt, B. M., 352 
Peyser, Y. M., 1101 
Pézolet, M., 305 
Pfeiffer, D. R., 3275 
Philippopoulos, M., 715 
Picciarelli, V., 3332 
Picones, A., 2035 
Pierres, A., 25 
Piknova, B., 2172 
Pintschovius, V., 2069 
Platzer, J., 3308 
Pollack, G. H., 1093 
Polozov, I. V., 949 
Popel, A. S., 11 
Postma, M., 1314 
Potma, E. O., 2010 
Pratap, T. V., 2215 
Prendergast, F. G., 1765 
Privalov, P. L., 1632 
Protasi, F., 3216 


Qin, Z., 2908 
Quinn, T. A., 2020 


Rabone, K. L., 725 
Ramakrishnan, M., 2215 
Rand, R. P., 243 
Rapaport, H., 2729 
Raspaud, E., 1127 
Ratilainen, T., 2876 
Rawat, S. S., 2122 
Razumova, M. V., 2278 
Record, M. T., Jr., 1960 
Reiss-Husson, F., 1613 
Renstrém, E., 3308 





VOLUME AUTHOR INDEX 


Reshetnyak, Y. K., 1699, 
1710, 1735 
Restituito, S., 89 
Riccio, A., 1938 
Richert, A., 43 
Richter, G., 1195 
Ritchie, K., 1452 
Robinson, C. V., 3503 
Robinson, S. W., 2647 
Rodgers, S. D., 2001 
Roédig, C., 394 
Roelofs, J., 2010 
Rog, T., 170, 2190 
Rogl, H., 556 
Rogner, M., 407 
Romanin, C., 2639 
Rompel, A., 1831 
Rorsman, P., 3308 
Rose, R. B., 3442 
Roubos, E. W., 57 
Rouhani, S., 3442 
Rousset, M., 89 
Roux, B., 276 
Rovira, C., 435 
Rowley, R. L., 3077 
Rudy, Y., 3324 
R«kmini, R., 2122 
Rusakov, D. A., 1947 
Ryhdanen, S. J., 2135 


Sackmann, E., 2743 
Saffarian, S., 2370 
Safran, S. A., 659 
Sahara, Y., 2660 

Saily, V. M. J., 2135 
Sait6, H., 425 

Saiz, L., 204 

Sakurai, H., 1208 
Salesse, C., 563 
Salmon, E. D., 66 
Saltzman, W. M., 2569 
Samsonov, A. V., 1486 
Sanchez-Ruiz, J. M., 3489 
Sandblom, J., 827 
Sargent, D. F., 1823 
Sasaki, D. Y., 2737 
Sato, Y., 501 

Sau, A. K., 2320 
Saxton, M. J 

Scarlata, S., 586 
Scharf, D., 3339 
Scheenen, W. J. J. M., 57 
Schein, C. H., 463 
Scheller, H. V., 382 
Schenk, W. A., 1006 
Scherrer, P., 285 
Scheuss, V., 1970 
Schief, W. R., 2172 
Schleicher, E., 1195 
Schlodder, E., 407 
Schmidt, T., 2639 
Schneider, M. F., 3216 
Schnitzer, J., 2473 
Schorner, G. L., 382 
Schott, J., 1624 


Schram, V., 1536 
Schreiber, S., 1360 
Schubert, A., 556 
Schuck, P., 1868 
Schuler, S., 556 
Schulten, K., 2268 
Schulze, B., 435 
Schweiger, A., 516 
Schweitzer-Stenner, R., 1624 
Schwille, P., 1776 
Scott, H. L., 3005 
Seelig, J., 1547 
Segrest, J. P., 949 
Seo, D., 1208 
Separovic, F., 2752 
Sept, D., 667 

Serwer, P., 3398 

Sétif, P., 1208 
Settanni, G., 2935 
Setton, L. A., 3066 
Sha, Q., 2647 

Sharp, K. A., 1881 
Sharpe, S., 3231 
Sheehan, K. A., 2590 
Sheetz, M. P., 2181 
Shen, H., 2569 

Shen, T., 715 

Shen, Y., 2864 
Shevchuk, A. I., 1759 
Sheves, M., 1155 
Shin, S., 2507 

Shirts, R. B., 1255 
Shkel, I. A., 1960 
Shomer, N. H., 2050 
Shorofsky, S. R., 2647 
Shushin, A. [., 3137 
Shvartsman, S. Y., 1854 
Siebert, F., 394 

Siegel, J., 1265 
Siemens, X., 3105 
Sigg, D., 2389 
Silberberg, S. D., 2082 
Silvius, J. R., 2257, 2762 
Siméon, J., 43 
Simmons, R. M., 2795 
Simon, S. I., 2020 
Sineshchekov, O. A., 2897 
Sleep, J., 2795 
Slinker, B. K., 2278 
Slupsky, C. M., 1677 
Smaill, B. H., 2671 
Smirnov, A., 785 
Smith, D. A., 2795 
Smith, G. S., 572, 2707 
Smith, J. C., 1666 
Smith, R., 2752 
Soldatov, N. M., 2639 
Solovyova, A., 1868 
Somerharju, P., 1501 
Somogyi, B., 1398 
Sompornpisut, P., 2530 
S¢rensen, O. W., 1684 
Sosa, H., 2851 
Spaetgens, R. L., 79 
Spaink, H. P., 2639 


Spanos, C., 2020 
Sparr, E., 1014 
Spector, A. A., 11 
Spinozzi, F., 3522 
Squier, T. C., 2908 
Stange, M., 1419 
Stark, R. E., 2163 
Stavrov, S. S., 3472 
Steffen, W., 2795 
Steidl, J. V., 2606 
Stern, L. J., 2547 
Steward, A., 2344 
Stigter, D., 2558 
Stipani, V 

Stoicheva, N., 285 
Stokes, D. L., 884 
Stone, J. D., 2547 
Stone, L., 3016 

Stotz, S. C., 79 
Straatsma, T. P., 1037 
Straub, J. E., 697 
Striessnig, J., 3308 
Struppe, J. O., 2163 
Subramaniam, S., 3005 
Suga, T., 501 

Sugar, I. P., 2425, 3387 
Sukharev, S., 917 
Sukhorukov, V. L., 1006 
Sun, C., 3590 

Suzuki, K., 2181 
Svensson, M., 2357 
Swamy, M. J., 2215 
Swartz, D. R., 334 
Sweedler, J. V., 463 
Sykes, B. D., 1677 


Tabak, M., 3566 
Tack, B. F., 2203 
Tada, T., 1555 
Taguchi, T., 501 

Tai, K., 715 
Tajmir-Riahi, H. A., 1580 
Takamoto, D. Y., 153 
Takaoka, Y., 170, 217 
Tamayo, J., 526 
Tamburrini, M., 1938 
Tamm, L. K., 266 
Tan, J., 2569 

Tang, Q., 196 

Tang, Y., 2473 
Tanhuanpaa, K., 1501 
Tao, T., 321 

Tarek, M., 3339 
Tauler, R., 2886 
Taylor, R. W., 3275 
Tekle, E., 960 
Telford, J. L., 3204 
Theriot, J. A., 3193 
Thompson, G., 1245 
Thompson, M., 1793 
Thompson, N., 1245 
Thompson, R. E., 937 
Thomsen, J. K., 1684 
Tietz, C., 556 
Tiktopulo, E. 1., 345 


Timpe, L. C., 2035 
Titball, R. W., 3503 
Tito, M. A., 3503 

Tollin, G., 2314 
Tolstorukov, M. Y., 3409 
Tombola, F., 3204 
Tonini, R., 2580 

Torres, J., 2681 
Tourovskaya, A., 1093 
Tower, T. T., 2954, 2964 
Tranquillo, R. T., 2954, 2964 
Trinick, J., 1570 
Tripathy, A., 1419 
Trombitas, K., 2297 
Trudel, E., 563 

Trus, M., 3308 

Tsai, A. M., 2339 
Tsapis, N., 1613 

Tseng, Y., 1643 
Tsodikov, O. V., 1960 
Tsuda, M., 2786, 3483 
Tsuji, A., 501 

Tuzi, S., 425 


Udovic, T. J., 2339 
Ueno, J., 2786 
Urbach, W., 1613 
Uyeda, T. Q. P., 1555 


Vaccaro, E., 3590 

Valkunas, L., 1144 

van Amerongen, H., 538, 
1115 

Vanderkooi, J. M., 3472 

Van Doorslaer, S., 516 

van Grondelle, R., 407, 538, 
1115 

Van Haastert, P. J. M., 1314, 
2010 

van Stokkum, I. H. M., 407, 
1115 

Var6, G., 3432 

Vassiliev, I. R., 382 

Veenstra, R. D., 3253 

Velegol, D., 1786 

Verselis, V. K., 137 

Viatchenko-Karpinski, S., 

Victor, K. G., 2241 

Vilfan, A., 3146 

Virtanen, J. A., 1501 

Visegrady, A., 1398 

Vives, M., 2886 

Vogel, R., 2112 

Vogel, V., 2172 

Vold, R. R., 2163 

von Nahmen, A., 153 

Vroom, J., 538 


Wachner, D., 1888 
Wachtel, E., 1511 
Wade, R. C., 3090 
Waggoner, T. A., 2737 
Wagner, B., 1006 
Wagner, M. L., 266 
Waite, J. H., 3590 


Biophysical Journal 81(6) 3598-3602 





3602 


Walker, J. W., 334 
Walker, N., 3503 
Walker, V. K., 3560 
Walker, W. F., 2378 
Wallace, C. J. A., 2331 
Wang, E., 3275 
Wang, G. K., 2100 
Wang, J. Y., 3066 
Wang, S-Y., 2100 
Wang, T-Y., 2762 
Wang, Y., 3216 
Wang, Z., 2614 
Ward, C. W., 3216 
Waring, A., 2203 
Waring, A. J., 153, 572 
Wassall, S. R., 2752 
Weaver, D. L., 3105 
Webb, M. R., 1562 
Webb, S. E. D., 1265 
Webb, W. W., 937 
Weber, S., 1195 
Weik, M., 455 
Weiner, L., 1155 


Weingart, R., 2112 
Weisberg, A., 1070 
Weiss, T. M., 1475 
Wellenzohn, B., 1588 
Wennerstrém, H., 1014 
Wenning, L. A., 675, 685 
Westbrook, G. L., 2660 
Whaley, K. J., 1930 
Whiles, J. A., 2163 
White, G. F., 2716 
White, S. H., 1825 

Wier, W. G., 2647 
Wiersma, D. A., 1464, 2010 
Wiesner, T. F., 785 
Wiley, H. S., 1854 
Willems, P. H. G. M., 57 
Williamson, E. D., 3503 
Wilson, L., 371 
Winegrad, S., 1070, 1083 
Winger, R. H., 1588 
Wirtz, D., 1643 

Witt, C., 2297 

Wood, P. G., 2059 


Biophysical Journal 81(6) 3598-3602 


Woodbury, N., 2314 
Woodbury, N. W., 1793 
Wrachtrup, J., 556 
Wright, W. W., 3472 
Wu, G., 2163 

neo 


£5, 299) 
., 601 

., 446, 2403 
.» 463 


Yamaguchi, S., 2203 
Yamanaka, K., 2786 
Yamasaki, R., 2297 
Yamashita, Y., 983 
Yamazaki, M., 983 
Yanagida, T., 2838 
Yang, L., 1475 
Yeagle, P. L., 1029 
Yeger, O., 1990 
Yool, A. J., 2606 
Young, H. S., 884 


Yu, N-j., 2163 
Yu, Y. B.,. 16352 
Yuan, C., 1059 
Yudin, A. I., 1930 


Zaccai, G., 455 

Zacharias, M., 352 
Zamponi, G. W., 79 
Zapata, S., | 

Zasadzinski, J. A., 153, 572 
Zhang, J-p., 1171 

Zhang, S., 125 

Zhang, Y., 1133 

Zhao, F-Q., 2817 

Zhao, H., 2979 

Zhelev, D. V., 285 

Zhou, H., 1133 

Znas ©.,. 25 

Zhurkin, V. B., 3409 
Zimmermann, U., 1006 
Zocchi, G., 2946 

Zoratti, M., 3204 
Zuckermann, M. J., 276, 2458 





Biophysical Journal Volume 81 December 2001 3603-3616 


SUBJECT INDEX 


A 
A6 epithelia, impedance analysis, PGE, activation of apical mem- 
brane Cl channels, 852 
AcE4K, viral fusion peptide analog interaction with membranes, 
285 
Acetylcholinesterase, mouse, 10-ns MDS, 715 
Actin 
a-actinin-cross-linked filament networks, mechanics and heter- 
ogeneity of, 1643 
cross-linked GPI-anchor protein binding to sites, 2181 
cytoskeleton, protein diffusion rate by, vegetative and polarized 
D. discoideum, 2010 
growth of branched networks against obstacles, 1907 
interaction with titin, calcium/S1O0A1 and, myocardium, 
mouse, 2297 
motility based on, effects of intermediate filaments, L. monocy- 
togenes, 3193 
proximity of TnI residue 117 and residues in TnC and rabbit, 
321 
spectrin-actin network, deformation-enhanced fluctuations in 
RBC skeleton, 3178 
tropomyosin binding to, dynamics of, 3146 
viscoelastic dynamics of filaments coupled to rotary F-ATPase, 
1220, 1234 
Actin filaments, thermodynamics and kinetics of nucleation, 667 
Action potentials, heterogeneity, left ventricular myocytes, adult 
rat, 3029 
Actomyosin 
ADP release kinetics from, measurement using fluorescent cou- 
marin-labeled nucleotides, 1562 
single-molecule displacement data, HMM methods, 2795 
Adenine bulge, in DNA octamer, influence on DNA structure, 
MDS, 352 
Adenosine diphosphate 
cardiomyocytes, ATP, ADP buffering, calcium and magnesium 
transport and ion pump regulation, 614 
release kinetics from actomyosin, measurement using fluores- 
cent coumarin-labeled nucleotides, 1562 
Adenosine diphosphate ribosylation factor 6, PIP, interactions 
with, bilayer structure and, ESR, 994 
Adenosine monophosphate 
aptamer complex with DNA, hydrogen bonds and base-pair 
kinetics, 3422 
cyclic, activation of Cl channels, frequency-dependent capaci- 
tance, apical plasma membrane, 838 
Adenosine triphosphatases, calcium, phospholamban in co-crys- 
tals with, cryoelectron microscopy, 884 
Adenosine triphosphate 
cardiomyocytes, ATP, ADP buffering, calcium and magnesium 
transport and ion pump regulation, 614 
hydrolysis of myosin, 2786 
Adenosine triphosphate synthase, rotary, viscoelastic dynamics 
of actin filaments coupled to, 1220, 1234 
Adhesion 
membrane, transition kinetics studied by biomimetic system, 
2743 
multiparticle adhesive dynamics, stably rolling cells, 799 
AFPs. see Antifreeze proteins 
Aggregation 
cytochrome c, in the presence of DMPG, 2D-IR study, 305 
dynamics in Couette flow, neutrophils, 2020 
LDL, oxidation-induced, mechanism of, 2403 
nucleosomes, divalent cations and, 1127 


yeast Sup35 assembly assessed by scanning AFM, 446 
Alamethicin, solid-state NMR of, 1684 
Alkali metal cations, substitution for calcium in PSII, affects 
manganese cluster, 1831 
Alzheimer’s disease, B-amyloid peptide E22Q “Dutch” mutant, 
origins of increased activity in, MDS, 697 
2-Aminopurine, ODN’s carrying, protonation and multivariate 
curve resolution, 2886 
4-Aminopyridine 
action on potassium channels, 895 
gating charge movement and late transitions in K channel acti- 
vation, 905 
Amphiphilic peptides, barrel-stave or toroidal model, melittin 
pores, 1475 
B-Amyloid 
E22Q “Dutch” mutant, origins of increased activity in, Alzhei- 
mer’s disease, MDS, 697 
kinetics of fibril growth from denatured state, mathematical 
model of, 1805 
Amyloidogenesis, yeast Sup35 assembly assessed by scanning 
AFM, 446 
Amylopectin, dynamics of hydrated saccharides, 1190 
Amylose, dynamics of hydrated saccharides, | 190 
ANO2 F,,,,, antibody/antigen unbinding, FPMD, 1295 
Anesthesia, hexafluoroethane in DMPC, MDS, 3339 
Angular forces, around transition metal ions in biomolecules, | 
Angular torque profiles, actin filaments coupled to F-ATPase, 
1220, 1234 
Anion exchange protein, band 3, flexibility of, human RBCs, 
3363 
Anisotropy 
effect of molecular shape and, diffusion-controlled reaction rate, 
3137 
fluorescence decays, analysis of, 1765 
ANS, binding to apomyoglobin, FCS, 3510 
Antibodies 
antigen unbinding from, FPMD, 1295 
complexes with antigens, ES time-of-flight MS, 3503 
intracellular, native-state topology in stabilization, 2935 
Antifreeze proteins 
L. perenne, theoretical model, 3560 
type I, structure in supercooled water, 1677 
Antigens 
complexes with antibodies, ES time-of-flight MS, 
unbinding from antibodies, FPMD, 1295 
4AP. see 4-Aminopyridine 
Apical membranes, PGE, activation of Cl channels, impedance 
analysis, A6 epithelia, 852 
Aplysia brasiliana, attractin, characterization, 463 
Aplysia californica, attractin, characterization, 463 
Apomyoglobin, tuna, ANS binding to, FCS, 3510 
Aqueous solutions, solutes in, translational and rotational mo- 
tions, 1632 
ARF6. see Adenosine diphosphate ribosylation factor 6 
Arrhythmias, ionic charge conservation and steady state in Luo- 
Rudy model, 3324 
Atomic force microscopy 
ganglioside GM1 domains in lipid bilayers, 1059 
mechanical barnase unfolding, MDS and, 2344 
membrane reorganization imaged by, 2737 
PSII CC and functionalized lipids, oxygen evolution measure- 
ments, 563 
scanning, yeast Sup35 assessed by, 446 





3604 


Attractin, Aplysia, characterization of, 463 
Autocrine loops, signaling, calculations using Brownian motion 
theory, MCS and reaction-diffusion models, 1854 


B 
B cells, insulin-secreting pancreatic, fast exocytosis with few 
calcium channels in, mouse, 3308 
Backbone dynamics, radially softening diffusive motions of glob- 
ular proteins, 1666 
Bacteriochlorophyll, C. vibrioforme, photoinduced absorbance 
changes in RCCs, 382 
Bacteriorhodopsin 
binding sites for cations in, 1155 
changes during photocycle, FITR, 3577 
dried acid purple form, photocycle of, 3432 
H. salinarum, dynamic structure of, 425 
optoelectric behavior of voltage-dependent proton pumping, 
2059 
overlapping peptide fragments, assembly of polytopic mem- 
brane protein, 1029 
photocycle, structure of early intermediate in the M-state phase 
of, 3442 
Barnase, mechanical unfolding, AFM and MDS, 2344 
Barrel-stave model, toroidal model or, melittin pores, 1475 
Base-pairing, ssDNA stretching, 1133 
B subunits, auxillary, VGCC inactivation heterogeneity and un- 
binding, 89 
Bicelles 
magnetically aligned, europium III binding and reorientation, 
7H NMR, 255 
phospholipid, use in solution-state studies, membrane-associ- 
ated biomolecules, 2163 
Biochemical pathways, reliable adaptive, multi-stage regulation, 
3016 
Biomaterials, cell traction forces, microrheology of type I colla- 
gen gels, 1786 
Biomolecules, transition metal ions in, angular forces around, | 
Bone marrow, hematopoietic compartment 
pO, distributions, Krogh’s model, 675 
pO, distributions, modified Krogh’s model, 685 
Brownian dynamics simulations 
association of plastocyanin and cytochrome F, 3090 
simulate intrachain reactions of supercoiled DNA, 1924 
Byssal threads, oxidative stress, naturally occurring chimeric col- 
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membranes, 3332 
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actin-titin interaction regulated by, myocardium, mouse, 2297 
binding of, progressive rearrangement of subtilisin Carlsberg, 
2972 
cardiomyocytes, ATP, ADP buffering, Ca and Mg transport and 
ion pump regulation, 614 
and cellular contraction, SICM and optical microscopy, myo- 
cytes, 1759 
changes in myosin-binding protein phosphorylation mediated 
by, contractility and, 1083 
E-C coupling and release of, atrial myocytes, 2590 
extracellular depletion, perisynaptic glial sheets in glutamate 
spillover and, 1947 
force development studied by photolysis of caged ADP, rabbit 
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function in oxygen evolution studied by alkali metal cation 
substitution, PSII, 1831 
IP,-induced oscillation frequency, SERCA and, 1398 
membrane-initiated signals, reshaping during propagation to 
subcellular regions, 57 
protects neuroblastoma cells during electromagnetic radiation, 
2580 
RyR1 dependence on, MHS mutation and, 2050 
RyR type | and 3 and release of, intact and permeabilized 
myotubes, 3216 
sodium-calcium exchanger kinetics and, 2628 
transport properties of ETH-129, 3275 
vertebrate calmodulin structure, spin-labeled EPR, 2908 
Calcium calmodulin kinase II, impact of RyR phosphorylation, 
3240 
Calcium channels 
a1lB, B subunit effects of, concentration-dependent processes 
for, 1439 
Q,,;; (Ca,2.3), activation gating and interaction of SNX482 with 
domains III and IV, 79 
fast exocytosis and, insulin-secreting pancreatic B cells, mouse, 
3308 
L-type, single-molecule imaging, live cells, 2639 
voltage gated, inactivation heterogeneity and unbinding of aux- 
illary B subunits, 89 
Calcium current, left ventricular myocytes, action potential het- 
erogeneity, adult rat, 3029 
Calcium release channels, DHPR and activation of, skeletal 
muscle, 1419 
Calcium sparks, dynamic regulation of SR by luminal Ca**- 
sensitive leak, rat ventricular myocytes, 785 
Calcium waves, cytosolic, reshaping during propagation to sub- 
cellular regions, 57 
Calmodulin, vertebrate, structure, spin-labeled EPR, 2908 
Calorimetry 
cholesterol-phospholipid bilayers, 2774 
crystalline cholesterol in phosphatidylserine mixtures, 1511 
Capacitance 
frequency-dependent, cAMP activation of Cl channels in apical 
membrane, 838 
robust whole cell patch-clamp measurements, square wave stim- 
ulation, 937 
Carbohydrate-protein interactions, recognition, MDS and free 
energy analysis, 1373 
Carbohydrates, dynamics of hydrated saccharides, 1190 
Carbonmonoxy horseradish peroxidase, dynamics of, 3472 
Carboxymyoglobin, Fe-CO bond, QM/MM density functional 
study, 435 
Cardiomyocytes. see also Myocytes 
ventricular, dynamic regulation of SR Ca?* by luminal Ca**- 
sensitive leak, rat, 785 
Cardiomyopathies, disease-causing cTnT mutations and, 2827 
Cartilage, human, osmotic loading, material determination of, 
3066 
Cations, binding sites for, bR, 1155 
Cell membranes, human RBC skeleton, area expansion and shear 
moduli of, 43 
Cells 
single, fluorescence emission spectral shift measurements, 1163 
traction forces, microrheology of type I collagen gels, 1786 
Cells, living 
high-Q DFM in liquid, 526 
L-type calcium channels, single-molecule imaging, 2639 
mammalian, phloretin-induced changes in lipophilic ion trans- 
port across plasma membranes, 1006 
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Cervical mucus, human, diffusion of macromolecules and virus- 
like particles, 1930 
CHARMM27, adenine bulge in DNA octamer and influence on 
DNA structure, MDS, 352 
CheAs, bacterial chemotaxis, multi-stage regulation, reliable adap- 
tive biochemical pathways, 3016 
Chemotaxis 
bacterial, multi-stage regulation, reliable adaptive biochemical 
pathways, 3016 
diffusion-translocation model for gradient sensing by cells, 1314 
CheYp, bacterial chemotaxis, multi-stage regulation, reliable 
adaptive biochemical pathways, 3016 
CheZ, bacterial chemotaxis, multi-stage regulation, reliable adap- 
tive biochemical pathways, 3016 
Chlamydomonas, photoreceptor current and photoorientation me- 
diated by 9-demethylchlamyrhodopsin, 2897 
Chlamyrhodopsin, photoreceptor current and photoorientation 
and, 2897 
Chloride channels, apical membrane 
cAMP activation of, frequency-dependent capacitance, 838 
PGE, activation of, impedance analysis, A6 epithelia, 852 
Chlorobium tepidum, photoreduction and reoxidation of FeS clus- 
ters of, 1208 
Chlorobium vibrioforme, photoinduced absorbance changes in 
RCCs, 382 
Chlorophylls 
cyanobacteria PSI, time-resolved fluorescence emission mea- 
surements, 407 
PSII CC and functionalized lipids, oxygen evolution measure- 
ments, 563 
single molecule spectroscopy, higher plant LHCII, 556 
Cholesterol 
cross-linked GPI-anchor protein binding to domains, 2181 
crystalline, phosphatidylserine mixtures with, 1511 
effects on PC bilayer nonpolar region, MDS study, 2190 
interactions with lipid bilayers, 643 
organization at low concentrations, membranes, 2122 
phospholipid bilayers with, calorimetry of, 2774 
plasma membrane lipids and, 2762 
transfer by cyclodextrin, 2257 
Cholesterol monohydrate, nucleation in ultra thin films, 2729 
Cholesterol-sphingomyelin domains, characterization and dy- 
namics in bilayer membranes, 1486 
Chromatin, bilayers of nucleosome core particles, 2414 
Chromatium vinosum, HiPIP, fluorescence studies on, 2320 
Chromophores, light-induced flickering of DsRed, 1776 
Clofilium, Kv1.5 channels blocked by, 2606 
Cochlea, outer hair cells, 3-D simulation of motor-driven electro- 
motility, 11 
Colipase, binding regulated by lipid complexes, 3387 
Collagen gels, type I, microrheology of, 1786 
Concanavalin A, binding to oligosaccharide, MDS and free en- 
ergy analysis of, 1373 
Condensed complexes, cholesterol-phospholipid, calorimetry of, 
2774 
Conductance, unitary, variation in Kir2.1 and cardiac inward 
rectifier potassium channels, 2035 
Confocal microscopy, microtubule treadmilling in vitro, 66 
Connectin. see Titin 
Connexins 
Cx40, ionic blockade by TAA™ ions, 3253 
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Cx43, gating of gap junction channels assembled from, Cx43- 
EGFP and, 137 
Cx43 and Cx45, heterotypic docking blocks fast voltage gating 
of Cx43, 1406 
Copper ions, binding to C-terminal domain of murine prion pro- 
teins, 516 
Couette flow, neutrophil aggregation dynamics, 2020 
CRC. see Calcium release channels 
Creatine kinase, subcellular fluxes, heart, NMR discrimination 
of, 2995 
Cross-bridges 
force development studied by photolysis of caged ADP, rabbit 
skinned psoas fibers, 334 
resting cardiac muscles, interactions between thick filaments 
and, 1070 
Cryoelectron microscopy, phospholamban in co-crystals with 
Ca?*-ATPase, 884 
Crystallization scenes, in meso crystallization of membrane pro- 
teins, lipidic cubic phase compatibility, 225 
Cubic phase, monoolein, LH2 incorporation into, self-diffusion 
and spectral modifications, 1613 
Curve resolution, ODNs carrying 2-aminopurine, 2886 
Cyanine dyes, intercalcating, thermodynamics of DNA binding 
with, 1793 
Cyanobacteria, PSI, time-resolved fluorescence emission mea- 
surements, 407 
y-Cyclodextrin/pyrene phospholipid complex, characterization, 
1501 
Cyclodextrins, monitoring of transbilayer movement and differ- 
ential lipid affinities of cholesterol, 2257 
Cytochrome c 
aggregation in the presence of DMPG, 2D-IR study, 305 
multiple routes of protein folding, MD, 3534 
pH-induced conformational change, 2331 
Cytochrome F, plastocyanin association with, BDS and electro- 
static analysis, 3090 
Cytoskeleton, a-actinin-cross-linked actin filament networks, me- 
chanics and heterogeneity of, 1643 
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Deoxymyoglobin, Raman band shape reveals conformational sub- 
strates, proximal linkage, 1624 
DFM. see Dynamic force microscopy 
DHPR. see Dihydropyridine receptors 
Dictyostelium discoideum, vegetative and polarized cells, protein 
diffusion rate by cytoskeleton, 2010 
Diffusion 
anomalous subdiffusion in FPR, 2226 
macromolecules and virus-like particles through human cervical 
mucus, 1930 
microspheres in shear flow near a wall, binding rates between 
attached molecules, 25 
protein, rate by cytoskeleton, vegetative and polarized D. dis- 
coideum, 2010 
radially softening, motions of globular proteins, 1666 
reactions controlled by, effect of molecular shape and anisotro- 
pic reactivity on, 3137 
restricted amplitude uniaxial rotational, sensitivity of ST-EPk 
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translocation model for gradient sensing by chemotactic cells, 
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Diffusion-collision models, misfolding in four-helix bundle pro- 
tein, 3105 
Dihydrofolate reductase, methotrexate complex with, site-di- 
rected spin labeling with simulated restraints, 1275 
Dihydropyridine receptors 
activation of skeletal muscle CRCs and, 1419 
deletion analysis of II-III loop, effect on E-C coupling, 3294 
Dimyristoylphosphatidylcholine, hexafluoroethane in, 3339 
Dimyristoylphosphatidylglycerol, cytochrome c aggregation in 
the presence of, 2D-IR study, 305 
Dinitrophenol haptens, antibody/antigen unbinding, FPMD, 
1295 
Dioleoylphosphatidic acid, electrostatic interactions on phase sta- 
bility of cubic phases of membranes in DOPA/MO mix- 
tures, 983 
Dioleoylphosphatidylcholine, hydrated bilayers, MDS, 3005 
Dipole effects, noncontact 
channel permeation and, 5F-Trp,, gA, kinetic model of currents, 
1245 
channel permeation and, fluorinated gA, 1255 
Disinfectants, cell membrane damage, morphology change and 
rupture by nonionic surfactants, 725 
DMPG. see Dimyristoylphosphatidylglycerol 
DNA 
AMP aptamer complex with, hydrogen bonds and base-pair 
kinetics, 3422 
duplex, rigid rod-like model, length dependence and properties, 
2558 
hairpin, characterization by ultrafast quenching and fluores- 
cence depolarization, 1115 
hairpins, loop formation, semiflexible polymer model, 2864 
interaction with mixed monolayers of PC and SS-1, 2135 
novel structures formed by homo-oligonucleotides, sedimenta- 
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oligomers, analytic binding isotherms for IHF interactions with, 
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partially condensed conformations, single molecule fluores- 
cence microscopy, 3398 
sequence dependent transition in, 3409 
silver complexes with, FTIR and capillary electrophoresis stud- 
ies, 1580 
simple model for gene targeting, 2876 
ss, stretching of, characterization, 1133 
“sticky chain” model of deformation, 1897 
stochasticity in regulation of transcription, 3116 
supercoiled, BD simulate intrachain reactions of, 1924 
topoisomerase I covalent complex, structure and hydration of, 
490 
B-DNA, minor groove, ligand tails and interactions with, 1588 
DNA ligases, T4, binding of nucleotides by, 3545 
DNA photolyase, substrate binding to, EPR, 1195 
Docking, heterotypic Cx43 and Cx45, blocks fast voltage gating of 
Cx43, 1406 
Drugs, biological membrane stress and permeabilization induced 
by asymmetric incorporation of compounds, 184 
DsRed, light-induced flickering, interconvertible fluorescent states 
of, 1776 
Dynamic force microscopy, high-Q, in liquid, application to 
living cells, 526 
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constants of polymer-grafted lipid membranes, 2154 
deformation-enhanced fluctuations in RBC skeleton, 3178 
force-induced RNA denaturation, 1324 
human RBC spectrin skeleton, area expansion and shear moduli, 
43 
thermodynamics of myosin filament suspensions, modeling of 
muscle contraction and, 313 
thickness compressibility of RBC membranes, 1452 
Electrochemical gradients, plasma membranes and stability of 
cell ionic composition, 2442 
Electromagnetic radiation, calcium protects neuroblastoma cells 
during, 2580 
Electromotility, motor-driven, 3-D simulation of, cochlear outer 
hair cells, 11 
Electron paramagnetic resonance spectroscopy 
membrane interactions of basic peptides, 2241 
substrate binding to DNA photolyase, 1195 
Electron spin resonance spectroscopy 
bilayer structure, ARF6 and PIP,, 994 
spin-labeled, PDC-109 interaction with PC, 2215 
Electrophoretic mobility, free solution, rigid rod-like model of 
duplex DNA, 2558 
Electrophoretic tether force, rigid rod-like model of duplex 
DNA, 2558 
Electroporated vesicles, DOPC, asymmetric pore distribution and 
loss of membrane lipid, 960 
Electrostatic analysis, association of plastocyanin and cyto- 
chrome F, 3090 
Electrostatics 
free energy decomposition of protein-protein interactions, 737 
interactions on phase stability of cubic phases of membranes in 
DOPA/MO mixtures, 983 
P. aeruginosa rough LPS membrane, MDS, 1037 
ssDNA stretching, 1133 
U2B’':U2 snRNA hairpin IV complex in solution, MDS, 630 
Endoplasmic reticulum Ca**-ATPase, IP,-induced calcium 
ion oscillation frequency and, 1398 
Energy surface mapping, transmembrane helix-helix interac- 
tions, 2681 
Enthalpy, translational and rotational motions, solutes in aqueous 
solutions, 1632 
Entropy, translational and rotational motions, solutes in aqueous 
solutions, 1632 
Epidermal growth factor receptors 
autocrine loop signaling, Brownian motion theory, MCS and 
reaction-diffusion models, 1854 
impact of point mutations in transmembrane peptides of, 3231 
Epithelial cells, apical plasma membrane, cAMP activation of Cl 
channels, frequency-dependent capacitance, 838 
ErbB-1, impact of point mutations in transmembrane peptides of, 
3231 
Erythrocytes. see Red blood cells 
Escherichia coli 
influence of salt on tetrameric SecB, 455 
MscL, structural models of the gating mechanism, 917 
ETH-129, transport properties of, 3275 
Europium III, binding and reorientation of magnetically aligned 
bicelles, 7H NMR, 255 
Evanescent wave microscopy, force measurements of single mol- 
ecule contacts, 2946 
Excitation-contraction coupling 
calcium release and, atrial myocytes, 2590 
cardiomyocytes, dynamic regulation of SR Ca 
Ca** -sensitive leak, rat, 785 
deletion analysis of DHPR II-III loop, 3294 
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F 
Factor Vila, spin and fluorescent probing of the TF-FVIIa inter- 
face, 2357 
Fast harmonic analysis, for imaging, tissue alignment maps, 2964 
FCS. see Fluorescence correlation spectroscopy 
Fenna-Matthews-Olson protein, C. vibrioforme, photoinduced 
absorbance changes in RCCs, 382 
Ferredoxins, [4Fe-4S], reduction potentials determined by cystei- 
nyl hydrogen bonds and peptide dipoles, 601 
Ferricytochrome-c, pH-denatured states, SAXS, 3522 
Fibroblasts 
actin-based motility and intermediate filaments, L. monocyto- 
genes, mouse tissues, 3193 
multinuclear giant, centripetal movement of engulfed particles, 
1990 
optical stretcher micromanipulation of cells, 767 
FLIM. see Fluorescence lifetime imaging measurements 
Fluid clusters, DMPC/DSPC bilayers, gel clusters and, MCS, 
2425 
Fluorescence anisotropy decays, analysis of, 1765 
Fluorescence correlation spectroscopy, ANS binding to apo- 
myoglobin, 3510 
Fluorescence decays, HIV-1 integrase catalytic core, 473 
Fluorescence lifetime imaging measurements, stretched-expo- 
nential function and, 1265 
Fluorescence photobleaching recovery, anomalous subdiffusion 
in, 2226 
Fluorescence resonance energy transfer 
fluorescence microscopy and, 2395 
observing hybridization in living cells, 501 
Fluorescence speckle microscopy, microtubule treadmilling in 
vitro, 66 
Folding 
diffusion-collision model study of misfolding in four-helix bun- 
dle protein, 3105 
domains spanning large A-band super-repeat of titin, 1570 
functional domains of tropomodulin and, 345 
mechanical barnase unfolding, AFM and MDS, 2344 
packing inside proteins, 751 
protein, heat capacity, 710 
protein, multiple routes of, MD, 3534 
simulated refolding of stretched titin Ig domains, 2268 
spectrin, deformation-enhanced fluctuations in RBC skeleton, 
3178 
understanding of B-hairpin formation using MDS of unfolding, 
2507 
unfolding intermediates, placental alkaline phosphatase in equi- 
librium urea denaturation, 3456 
unfolding pathway, pH-denatured ferricytochrome-c states, 
SAXS, 3522 
Force development, studied by photolysis of caged ADP, rabbit 
skinned psoas fibers, 334 
Force-extension curves, force-induced RNA denaturation, 1324 
Force measurements, single molecule contacts, evanescent wave 
microscopy, 2946 
Force probe molecular dynamics simulations, antibody/antigen 
unbinding, 1295 
Fourier transform infrared difference spectroscopy, time-re- 
solved step, N. pharaoonis halorhodopsin, 394 
Fourier transform infrared spectroscopy, time-resolved, bR 
changes during photocycle, 3577 


FPMD. see Force probe molecular dynamics simulations 
FPR. see Fluorescence photobleaching recovery 
Fractal kinetics, gelatin recognition by gelatinase A, 2370 
Free energy 
calculations based on NLPB-LRA, in protein-RNA complex 
stabilization, 1841 
decomposition of protein-protein interactions, 737 
translational and rotational motions, solutes in aqueous solu- 
tions, 1632 
FRET. see Fluorescence resonance energy transfer 
Fusion pores, formation of, simulation of HA-mediated, 1360 


G 
GABA, receptors, kinetics and energetics of agonists and 
antagonists, 2660 
Ganglioside, phospholipid monolayers and, packing, X-ray dif- 
fraction and refractivity, 2707 
Gap junction channels, assembled from Cx43 and Cx43-EGFP, 
gating of, 137 
Gap junctions 
Cx43 and Cx45, heterotypic docking blocks fast voltage gating 
of Cx43, 1406 
dynamic resistance and impulse propagation, ventricular myo- 
cardium, 2112 
intercellular ice propagation, 1389 
rCx40, ionic blockade by TAA” ions 
Gating 
activation, @,, (Ca,2.3), and interaction of SNX482 with do- 
mains III and IV, 79 
charge immobilization, Kv1.5 channels, 2614 
charge movement and late transitions in K channel activation, 
905 
fast voltage, Cx43, heterotypic Cx43 and Cx45 docking blocks, 
1406 
gap junction channels assembled from Cx43 and Cx43-EGFP, 
137 
inactivation, Kv4 potassium channels, 867 
indole modification of KcsA voltage-dependent gating, 97 
modulation by extracellular zinc, Kv1.5 channel, 125 
nonsequential, Xenopus oocytes MS,,, channel, 2082 
structural models of the mechanism, MscL, 917 
Gel clusters, DMPC/DSPC bilayers, fluid clusters and, MCS, 
2425 
Gelatin, recognition by gelatinase A, 2370 
Gelatinase A, substrate recognition by, 2370 
Gene targeting, simple model for, 2876 
Glial sheets, perisynaptic, role in glutamate spillover and extra- 
cellular Ca** depletion, 1947 
Glutamate, spillover and extracellular Ca** depletion, perisynap- 
tic glial sheets in, 1947 
Glycophorin A, transmembrane helix-helix interactions, energy 
surface mapping, 2681 
Glycosylphatidylinositol-anchored proteins, cross-linked, bind- 
ing to actin sites and cholesterol domains, 2181 
GMI 
domains in lipid bilayers, AFM, 1059 
ganglioside-phospholipid monolayer packing, X-ray diffraction 
and refractivity, 2707 
Gradient sensing, diffusion-translocation model for, chemotactic 
cells, 1314 
Gramicidin A channels 
dioxolane-linked, proton transfer in water wires of, lipid mem- 
branes and, 1430 
5F-Trp,3, kinetic model of currents, 1245 
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fluorinated, computed potentials for, 1255 
voltage-dependent formation in lipid bilayers, 827 
Guanidinium chloride, water solution of, pH corrections and 
protein ionization in, 3489 
GUVs. see Vesicles, giant unilamellar 


H 
Hair cells, outer, 3-D simulation of motor-driven electromotility, 
1] 
Hairpins, DNA, loop formation, semiflexible polymer model, 
2864 
B-Hairpins, understanding formation using MDS of unfolding, 
2507 
Halobacterium salinarum, bR dynamic structure of, 425 
Halorhodopsin, N. pharaonis 
photocycle of, 1600 
time-resolved FTIR of, 394 
Hampton Screen, in meso crystallization of membrane proteins, 
lipidic cubic phase compatibility, 225 
Heart 
atrial myocytes, E-C coupling and calcium release, 2590 
calcium-mediated changes in myosin-binding protein phosphor- 
ylation, contractility and, 1083 
cardiomyocytes, ATP, ADP buffering, calcium and magnesium 
transport and ion pump regulation, 614 
intramural surface optical recording of transmembrane potential, 
2671 
left ventricular myocytes, action potential heterogeneity, adult 
rat, 3029 
structures of thick filaments in resting muscle, cross-bridge 
interactions and, 1070 
subcellular CK fluxes, NMR discrimination of, 2995 
ventricular myocytes, dynamic regulation of SR Ca** by lumi- 
nal Ca**-sensitive leak, rat, 785 
Heat capacity, protein folding, 710 
Helicobacter pylori, VacA channels, structure-function relation- 
ships, 3204 
Helix-helix, transmembrane interactions, energy surface mapping 
of, 2681 
Helix-turn-helix motifs, thermodynamics of DNA binding with 
intercalcating cyanine dyes, 1793 
Hemagglutinin 
fusion pore formation mediated by, simulation of, 1360 
influenza, kinetic analysis of membrane fusion mediated by, 
role of sialate binding, 1521 
Heme pockets, conformation of, influence on Fe-CO bond in 
myoglobin, QM/MM density functional study, 435 
Hemoglobins, south polar skua, MDS of second phosphate site in, 
1938 
Hexafluoroethane, in DMPC, MDS, 3339 
Hidden-Markov methods, single-molecule actomyosin displace- 
ment data, 2795 
High-potential iron proteins, C. vinosum, fluorescence studies 
on, 2320 
Hin recombinase, thermodynamics of DNA binding with inter- 
calcating cyanine dyes, 1793 
HiPIP. see High-potential iron proteins 
HIV-1 
capsid protein, structure switching by pH-induced conforma- 
tional changes, 586 
integrase catalytic core, MSD and simulated fluorescence de- 
cays, 473 
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HIV vpu, transmembrane helix-helix interactions, energy surface 
mapping, 2681 
HLA, cell surface membrane patchiness, vesicle trafficking and, 
196 
Hoechst33258, ligand tails and interactions with B-DNA minor 
groove, 1588 
Hofmeister series, fluctuations and, 1285 
Horseradish peroxidase, carbonmonoxy, dynamics of, 3472 
HS. see Hofmeister series 
Human papillomavirus, diffusion through human cervical mu- 
cus, 1930 
Hybridization, living cells, FRET observations, 501 
Hydration 
dehydration and lateral expansion of 18:0-—22:6 PC in new 
lamellar phase, 969 
DNA-topoisomerase I covalent complex, 490 
DOPC bilayers, MDS, 3005 
dynamical properties of lipid bilayers from ns MDS, 2484 
dynamics of saccharides, 1190 
interplay between permeability and, phospholipid membranes, 
1014 
relationship between protein dynamics and thermal stability, 
2339 
synthetic phytanyl-chained glycolipid vesicle membranes, 3377 
U2B"’:U2 snRNA hairpin IV complex in solution, MDS, 630 
Hydration heat capacity, nucleic acid constituents, determined 
from MCS and random network models, 1881 
Hydrolysis, ATP, mechanism of myosin, 2786 
Hydrophobicity 
membrane insertion and orientation of polyalanine peptides, 
solid-state NMR, 2251 
sequence dependent transition in DNA, 3409 
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Icacrrx) Channeis, separate from I, channels, 2647 

Ice, intercellular, propagation of, 1389 

IHF. see Integration host factor 

Impedance analysis, PGE, activation of Cl channels, A6 epithe- 
lia apical membranes, 852 

In meso crystallization, lipidic cubic phase compatibility for 
membrane proteins, 225 

I,, Channels, separate from I.,;7¢7x) Channels, 2647 

Inactivation, VGCC, heterogeneity and unbinding of auxillary B 
subunits, 89 

Indole, modification of KcsA voltage-dependent gating by, 97 

Indolicidin, membrane association of, 2979 

Influenza viruses, transmembrane helix-helix interactions, energy 
surface mapping, 2681 

Infrared correlations spectroscopy, 2D, cytochrome c aggrega- 
tion in the presence of DMPG, 305 

Inositol 1,4,5-trisphosphate, calcium oscillation frequency in- 
duced by, SERCA and, 1398 

Inositol trisphosphate receptors, recombinant, single-channel re- 
cordings, mammalian nuclear envelope, 117 

InsP3R. see Inositol trisphosphate receptors 

Integrase, HIV-1, catalytic core, MSD and simulated fluorescence 
decays, 473 

Integration host factor, analytic DNA oligomer binding iso- 
therms for interactions with, 1960 

Intermediate filaments, actin-based motility and, L. monocyto- 
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formation, human and salmon calcitonin channels, black lipid 


hierarchical approach to permeation prediction, 2473 
model channel ion currents, applied-field MD, 3077 
U-type inactivation, Kv3.1 and Shaker potassium channels, 814 
Ion pumps, regulation in cardiomyocytes, ATP, ADP buffering, 
calcium and magnesium transport and, 614 
Ionic strength, effect on myosin S1-nucleotide complexes, 1101 
Iron-sulfur clusters, C. tepidum, photoreduction and reoxidation 
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Kinesin 
bound to axonemal microtubules, PFM, 2851 
microtubule movements driven by, along microlithographic 
tracks, 1555 
one-headed, motility along microtubules, 2838 
Kir2.1, cardiac inward rectifier potassium channels and, unitary 
conductance variation in, 2035 
Kollman, Peter A., obituary of, 2422 
Krogh’s model 
modified, pO, distributions in BM hematopoietic compartment, 
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pO, distributions in BM hematopoietic compartment, 675 
Kv1.5 channels 
blocked by clofilium and LY97241, 2606 
gating charge immobilization, 2614 


L 
Lamellipodia, growth of branched actin networks against obsta- 
cles, 1907 
Langmuir balance, monolayers with mixed SS-1 and PC, 2135 
Large unilamellar vesicles, osmotically-induced shape changes, 
dynamic light scattering of, 2716 
Laser traps, cell traction forces, microrheology of type I collagen 
gels, 1786 
Lasers, optical stretcher micromanipulation of cells, 767 
Leukocytes, rolling adhesion on P-selectin, PSGL-1 tyrosine sul- 
fation enhancement of, 2001 
LHCIL. see Light-harvesting complex II 
Light-harvesting complex II 
aggregates of, fluorescence lifetime heterogeneity in, 538 
higher plants, single molecule spectroscopy of, 556 
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